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Metabarcoding in the lab
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R1 file
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ATCCTCGTATCCAAG 3
GGTAAGAAAGCATCT 3'
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ATAACAGGTGAACTC 3'
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ATCCTCGTATCCAAG 3'
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Contextual data

sample_id event_label protocol_label date latitude longitude temperature_ctd
SAMEA7917593 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB023 2021-12-07 09:47:00 -40.3926  -55.6750 11.007
SAMEA7917588 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB320 2021-12-07 09:47:00 -40.3926  -55.6750 11.007
SAMEA7917594 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB023 2021-12-07 09:47:00 -40.3926  -55.6750 9.701
SAMEA7917589 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB320 2021-12-07 09:47:00 -40.3926  -55.6750 9.701
SAMEA7917595 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB023 2021-12-07 09:47:00 -40.3926  -55.6750 8.072
SAMEA7917590 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB320 2021-12-07 09:47:00 -40.3926  -55.6750 8.072
SAMEA7917596 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB023 2021-12-07 09:47:00 -40.3926  -55.6750 7.409
SAMEA7917591 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB320 2021-12-07 09:47:00 -40.3926  -55.6750 7.409
SAMEA7917597 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB023 2021-12-07 09:47:00 -40.3926  -55.6750 5.872
SAMEAT7917592 EVENT_20211207T0936Z_MMA-059_BGC_ROSETTE gB320 2021-12-07 09:47:00 -40.3926  -55.6750 5.872
SAMEA7905646 EVENT_20211207T1343Z_MMA-059_EHM_NET-20 S20 2021-12-07 13:46:00 -40.3980  -55.6796 9.722
SAMEAT7917643 EVENT_20211209T0924Z_MMA-060_BGC_ROSETTE gB320 2021-12-09 09:32:00 -42.2362  -57.2352 10.329
SAMEA7917646 EVENT_20211209T0924Z_MMA-060_BGC_ROSETTE gB023 2021-12-09 09:32:00 -42.2362  -57.2352 10.320
SAMEAT7917645 EVENT_20211209T0924Z_MMA-060_BGC_ROSETTE gB320 2021-12-09 09:32:00 -42.2362  -57.2352 10.320
SAMEA7917648 EVENT_20211209T0924Z_MMA-060_BGC_ROSETTE gB023 2021-12-09 09:32:00 -42.2362  -57.2352 9.529
SAMEAT7917647 EVENT_20211209T0924Z_MMA-060_BGC_ROSETTE gB320 2021-12-09 09:32:00 -42.2362  -57.2352 9.529




Raw data

@V1:1:HGVH5DRX3:1:2101:10004:14685/2
ACTTTCGTTATTGATTAATGTGAACGTCCTTGTTCGACGCGTTCGCAGCAGTTCGTCTTCCATAAATCCAAGACTTTCA
+

F, FFFFFFF,FF,F,F:, FF,,F,, F,FFFFF:, :, FFF:FFF,F:, :FF,, FF,,,, FF,F, , FFF:FFF, , FFFFF
@V1:1:HGVH5DRX3:1:2101:10004:16939/2
CCAGCAGCTGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTAAAAAGCTCGTAGTTGGATTTCTGC
+
FFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFF
@V1:1:HGVH5DRX3:1:2101:10004:18192/2
ACTTTCGTTCTTGATCAATGAAAACATCCTTGGCAAATGCTTTCGCACTTGTTTGTCGTAACGCAATCTAAGAATTCCA!
+
FFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFFF : FFFFFFF: FFFFFF: , FFFFF
@V1:1:HGVH5DRX3:1:2101:10004:20322/2

CCAGCAGCTGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTAAAAAGCTCGTAGTTGGAGTTCTGC
+
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ASV table

asv_id family species confidence SAMEA7906352 SAMEA7908523
eab4aeld6dddc2146105a882229c81bb Maxillopoda Oithona_similis 0.95 6567 89
bdcfdb40ee97fc620dafa95637fcball Phaeocystaceae Phaeocystis_antarctica 1.00 2142 2
7e3fa204e95db351839d719215fba508  Mamiellaceae Micromonas_commoda_A2 0.91 127 1419
2ccf1f15767862d5c6819988bf8e33ff Noelaerhabdaceae Gephyrocapsa_oceanica 1.00 227 374
186f848bd700e36dc071bc9f97276862  Parodontellaceae Trieres_sp. 0.57 0 0
aba6dae61f5ddf30d17d63fbb226e526  Phaeocystaceae Phaeocystis_antarctica 1.00 9 0
4ff66f8696a79c4dcad499d9957449¢ec Telonemia-Group-1 Telonemia-Group-1_X_sp. 1.00 5 0
8704308146alea2ec2508c4d7f7c7cd3  Corethraceae Corethron_inerme 0.94 0] 0
ddoff45aad9d327fd16075f1ff362f4c Dino-Group-I-Clade-1 Dino-Group-I-Clade-1_X_sp. 1.00 36 0
a03e7abcec32a7f1268aef5cdfefl7ce NA NA 1.00 0 0
S5aeaacb4835e86de247998ffbc34107c¢ Florenciellales Pseudochattonella_verruculosa 0.97 3711 298
3bb4c24b69396b8d5cf445e7d2bd580c  Maxillopoda Calanoides_carinatus 0.50 0 0
2989f5043374984685a0d71bb2292967 NA NA 1.00 38 1
c836f387c69d729d9e303c2a7alefd70  MAST-2 MAST-2D_sp. 1.00 1 3
5b2f9bda94dd54330d8de22256613968 Gymnodiniaceae Gyrodinium_helveticum 0.76 16 0
€453a50385c8dc9dea8d2f59caa98cb0  MAST-3 MAST-3D_sp. 1.00 0 0
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The expeditions

Tara Oceans

Woe Planet

P2 pilot project

(&%, Plankton

Tara Microplastics Tara Europa

Tara Pacific

Tara Mission Microbiomes

MISSION MICROBIOMES Tocaan
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Contextual data

e First type of data released v s Rt ]

e Major asset of Tara expeditions

* In Pangaea @& /22n000/

@& BioSamples dépending on
expeditions

Pub

Open science resources for the discovery and analysis of
Tara Oceans data
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Raw data

e Sequenced at

e Raw data submitted at

ENA

European Nucleotide Archive

e When first article using the
data is submitted.

First metabarcoding FASTQ files published the 15th of July 2014 (ERA329958) and paper
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OTUs / ASV tables

First OTU table > 10 years ago by Stéphane Audic
Multiple tables (marker genes, expeditions)

Multiple versions (workflows, sequencing batch), at least 4
versions only for Tara Oceans 18S V9

In Pangaea @ /22N000
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Not that easy to find

m tara oceans V9 metabarcoding Q Communities My dashboard a o+ 2 nicolas.he...

7645 resuli(s) found Sortby  Best match

Versions

View all versions Summarized contextual data about metabarcoding Tara Oceans samples (2009-2013)

Henry, Nicolas {&; Salazar, Guiliem

Access status Tab-separated values table describing the metabarcoding samples from the expedition Tara Oceans (2009-201 3). Information such as depth, time,
geographic position, size fraction, collected from Pangaea, are listed in context _general tables. In context_stat tables, you will find a selection of

= physico-chemical parameters. These tables have bee...
] Open .

Restricted

Embargoed

Resource types ASV Tables inferred by DADA2 from the TARA Oceans v9 metabarcoding dataset

o
T L

Publication Tables of exact amplicon sequence variants (ASVs) were generated from the TARA Oceans metabarcoding data (~766 million reads from 334
plankton samples, V3 region of the 185 rRBNA gene, DOI: 10.5281/zenodo.15600) by DADAZ on a 2016 Macbook Pro. The R script used to process

Dataset the data is included, alongside 3 ASV tables: the cbserved ASVs before chim...

T TP @ 1348 X 883




FAIR with a bigger F




Companion website (2015)

te to tt

yotic plankton diversity in the sunlit ocean".

VI rDNA metabarco aset.
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Ocean Barcode Atlas
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SAMPLING EVENT | REGISTERED MARCH 7, 2019

Amplicon sequencing of Tara Oceans DNA samples
corresponding to size fractions for protists.

(luwizol= o= 234 CITATIONS

Analysis of 185 DNA in Tara Oceans Protists size fractions through amplicon sequencing Publication date: April 4, 2022
Seawater was filtered from different depths to retain small and large cell sizes. The DNA was Metadata last modified: Septembe
extracted and amplified by PCR
= ' Hosted by:
Licence:

€1 Howtocite (B 10.15468/2hv1be

746,253 96% 100% 98%

Occurrences With taxon match With coordinates With year




One place for all metaB data

e A static website hosted at SBR

e For each project, links to:
= up to date ASV table and other versions
= contextual data
= raw data

= relevant publication
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Landing page

° (3214 samples)

(214 samples)
e Tara Pacific (15417 samples)

(447 samples)




Project page

Metabarcoding data from Tara eitpéd’it'ib ns Home Taraexpeditions ~ Related projects ~ About
Tara Oceans

Ta ra Ocea ﬂS Tara Pacific

Tara Mission Microbiome

On this page

Sampling




More soon!!







